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SEQUENCE LISTING 



<110> Seisi Kato 

Yamaguchi Kimura 
Shingo Sekine 

Kouju Kamata * w - 

<% 

<120> HUMAN GALECTIN-9-LIKE PROTEINS AND cDNAs eS^DINC^^ESE 
PROTEINS 

% 

<130> GIN-6707CPUS 




<140> 09/485, 951 
<141> 2000-02-17 

<150> 9-226468 
<151> 1997-08-22 

<150> PCT/JP98/03670 
<151> 1998-08-19 

<160> 11 

<170> Patentin Ver. 2.0 

<210> 1 
<211> 32 
<212> PRT 

<213> Homo sapiens 



<400> 1 

Asn Pro Arg Thr Val Pro Val Gin Pro Ala Phe Ser Thr Val Pro Phe 
15 10 15 



2 ?001 

TECH CENTER t600/2900 



Ser Gin Pro Val Cys Phe Pro Pro Arg Pro Arg Gly Arg Arg Gin Lys 
20 25 30 



<210> 2 
<211> 355 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr Leu Ser Pro Ala Val Pro 
15 10 15 

Phe Ser Gly Thr lie Gin Gly Gly Leu Gin Asp Gly Leu Gin lie Thr 
20 25 30 

Val Asn Gly Thr Val Leu Ser Ser Ser Gly Thr Arg Phe Ala Val Asn 
35 40 45 



Phe Gin Thr Gly Phe Ser Gly Asn Asp lie Ala Phe His Phe Asn Pro 
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50 55 60 



Arg Phe Glu Asp Gly Gly Tyr Val Val Cys Asn Thr Arg Gin Asn Gly 
65 70 75 80 

Ser Trp Gly Pro Glu Glu Arg Lys Thr His Met Pro Phe Gin Lys Gly 
85 90 95 

Met Pro Phe Asp Leu Cys Phe Leu Val Gin Ser Ser Asp Phe Lys Val 
100 105 110 

Met Val Asn Gly lie Leu Phe Val Gin Tyr Phe His Arg Val Pro Phe 
115 120 125 

His Arg Val Asp Thr lie Ser Val Asn Gly Ser Val Gin Leu Ser Tyr 
130 135 140 

lie Ser Phe Gin Asn Pro Arg Thr Val Pro Val Gin Pro Ala Phe Ser 
145 150 155 160 

Thr Val Pro Phe Ser Gin Pro Val Cys Phe Pro Pro Arg Pro Arg Gly 
165 170 175 

Arg Arg Gin Lys Pro Pro Gly Val Trp Pro Ala Asn Pro Ala Pro lie 
180 185 190 

Thr Gin Thr Val He His Thr Val Gin Ser Ala Pro Gly' Gin Met Phe 
195 200 205 

Ser Thr Pro Ala He Pro Pro Met Met Tyr Pro His Pro Ala Tyr Pro 
210 215 220 

Met Pro Phe He Thr Thr He Leu Gly Gly Leu Tyr Pro Ser Lys Ser 
225 . 230 235 240 

He Leu Leu Ser Gly Thr Val Leu Pro Ser Ala Gin Arg Phe His He 
245 250 255 

Asn Leu Cys Ser Gly Asn His He Ala Phe His Leu Asn Pro Arg Phe 
260 265 270 

Asp Glu Asn Ala Val Val Arg Asn Thr Gin He Asp Asn Ser Trp Gly 
275 280 285 

Ser Glu Glu Arg Ser Leu Pro Arg Lys Met Pro Phe Val Arg Gly Gin 
290 295 300 

Ser Phe Ser Val Trp He Leu Cys Glu Ala His Cys Leu Lys Val Ala 
305 310 315 320 

Val Asp Gly Gin His Leu Phe Glu Tyr Tyr His Arg Leu Arg Asn Leu 
325 330 335 

Pro Thr He Asn Arg Leu Glu Val Gly Gly Asp He Gin Leu Thr His 
340 345 350 



Val Gin Thr 




No. 09/485,951 



Pages of 10 

355 

<210> 3 
<211> 96 
<212> DNA 

<213> Homo sapiens 
<400> 3 



aacccccgca 


cagtccctgt 


tcagcctgcc 


ttctccacgg 


tgccgttctc 


ccagcctgtc 


60 


tgtttcccac 


ccaggcccag 


ggggcgcaga 


caaaaa 






96 


<210> 4 
<211> 1065 
<212> DNA 
<213> Homo 


sapiens 












<400> 4 
atggccttca 


gcggttccca 


ggctccctac 


ctgagtccag 


ctgtcccctt 


ttctgggact 


60 


attcaaggag 


gtctccagga 


cggacttcag 


atcactgtca 


atgggaccgt 


tctcagctcc 


120 


agtggaacca 


ggtttgctgt 


gaactttcag 


actggcttca 


gtggaaatga 


cattgccttc 


180 


cacttcaacc 


ctcggtttga 


agatggaggg 


tacgtggtgt 


gcaacacgag 


gcagaacgga 


240 


agctgggggc 


ccgaggagag 


gaagacacac 


atgcctttcc 


agaaggggat 


gccctttgac 


300 


ctctgcttcc 


tggtgcagag 


ctcagatttc 


aaggtgatgg 


tgaacgggat 


cctcttcgtg 


360 


cagtacttcc 


accgcgtgcc 


cttccaccgt 


gtggacacca 


tctccgtcaa 


tggctctgtg 


420 


cagctgtcct 


acatcagctt 


ccagaacccc 


cgcacagtcc 


ctgttcagcc 


tgccttctcc 


480 


acggtgccgt 


tctcccagcc 


tgtctgtttc 


ccacccaggc 


ccagggggcg 


cagacaaaaa 


540 


cctcccggcg 


tgtggcctgc 


caacccggct 


cccattaccc 


agacagtcat 


ccacacagtg 


600 


cagagcgccc 


ctggacagat 


gttctctact 


cccgccatcc 


cacctatgat 


gtacccccac 


660 


cccgcctatc 


cgatgccttt 


catcaccacc 


attctgggag 


ggctgtaccc 


atccaagtcc 


720 


atcctcctgt 


caggcactgt 


cctgcccagt 


gctcagaggt 


tccacatcaa 


cctgtgctct 


780 


gggaaccaca 


tcgccttcca 


cctgaacccc 


cgttttgatg 


agaatgctgt 


ggtccgcaac 


840 


acccagatcg 


acaactcctg 


ggggtctgag 


gagcgaagtc 


tgccccgaaa 


aatgcccttc 


900 


gtccgtggcc 


agagcttctc 


agtgtggatc 


ttgtgtgaag 


ctcactgcct 


caaggtggcc 


960 


gtggatggtc 


agcacctgtt 


tgaatactac 


catcgcctga 


ggaacctgcc 


caccatcaac 


1020 


agactggaag 


tggggggcga 


catccagctg 


acccatgtgc 


agaca 




1065 
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<210> 5 

<211> 1725 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (82) 



(1146) 



<400> 5 

tttctttgtt aagtcgttcc ctctacaaag gacttcctag tgggtgtgaa aggcagcggt 60 



ggccacagag gcggcggaga g atg gcc ttc age ggt tec cag get cee tae 

Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr 
15 10 



111 



etg agt oca get gtc eee ttt tet ggg aet att eaa gga ggt ete eag 
Leu Ser Pro Ala Val Pro Phe Ser Gly Thr lie Gin Gly Gly Leu Gin 
15 20 25 



159 



gae gga ctt cag ate act gte aat ggg ace gtt etc age tec agt gga 
Asp Gly Leu Gin lie Thr Val Asn Gly Thr Val Leu Ser Ser Ser Gly 
30 35 40 



207 



ace agg ttt get gtg aae ttt cag act ggc ttc agt gga aat gac att 
Thr Arg Phe Ala Val Asn Phe Gin Thr Gly Phe Ser Gly Asn Asp lie 
45 50 55 



255 



gee ttc cae ttc aae cet egg ttt gaa gat gga ggg tae gtg gtg tge 
Ala Phe His Phe Asn Pro Arg Phe Glu Asp Gly Gly Tyr Val Val Cys 
60 65 70 



303 



aae aeg agg eag aae gga age tgg ggg eee gag gag agg aag aea eae 
Asn Thr Arg Gin Asn Gly Ser Trp Gly Pro Glu Glu Arg Lys Thr His 
75 80 85 90 



351 



atg cet ttc cag aag ggg atg eee ttt gac etc tgc ttc etg gtg eag 
Met Pro Phe Gin Lys Gly Met Pro Phe Asp Leu Cys Phe Leu Val Gin 
95 100 105 



399 



age tea gat ttc aag gtg atg gtg aae ggg ate etc ttc gtg cag tae 
Ser Ser Asp Phe Lys Val Met Val Asn Gly lie Leu Phe Val Gin Tyr 
110 115 120 



447 



ttc cae egc gtg eee ttc eae egt gtg gae ace ate tee gte aat ggc 
Phe His Arg Val Pro Phe His Arg Val Asp Thr lie Ser Val Asn Gly 
125 130 135 



495 



tet gtg eag etg tee tae ate age ttc eag aae eee egc aea gtc cet 
Ser Val Gin Leu Ser Tyr lie Ser Phe Gin Asn Pro Arg Thr Val Pro 
140 145 150 



543 



gtt cag cet gee ttc tee acg gtg ecg ttc tec eag cet gte tgt ttc 
Val Gin Pro Ala Phe Ser Thr Val Pro Phe Ser Gin Pro Val Cys Phe 
155 160 165 170 



591 



cea ecc agg cee agg ggg egc aga eaa aaa cet ccc ggc gtg tgg cet 



639 
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Pro Pro Arg Pro Arg Gly Arg Arg Gin Lys Pro Pro Gly Val Trp Pro 
175 180 185 

gcc aac ccg get ccc att acc cag aca gtc ate cac aca gtg cag age 687 
Ala Asn Pro Ala Pro He Thr Gin Thr Val He His Thr Val Gin Ser 
190 195 200 

gcc cct gga cag atg ttc tct act ccc gcc ate oca ect atg atg tac 735 
Ala Pro Gly Gin Met Phe Ser Thr Pro Ala He Pro Pro Met Met Tyr 
205 210 215 

ccc cac ccc gcc tat ccg atg cct ttc ate acc acc att ctg gga ggg 783 
Pro His Pro Ala Tyr Pro Met Pro Phe He Thr Thr He Leu Gly Gly 
220 225 230 

ctg tac eca tec aag tec ate etc ctg tea ggc act gtc ctg ccc agt 831 
Leu Tyr Pro Ser Lys Ser He Leu Leu Ser Gly Thr Val Leu Pro Ser 
235 240 245 250 

get cag agg ttc cac ate aac ctg tgc tct ggg aac cac ate gcc ttc 879 
Ala Gin Arg Phe His He Asn Leu Cys Ser Gly Asn His He Ala Phe 
255 260 265 

cac ctg aac ccc cgt ttt gat gag aat get gtg gtc cgc aac acc cag 927 
His Leu Asn Pro Arg Phe Asp Glu Asn Ala Val Val Arg Asn Thr Gin 
270 275 280 

ate gae aac tec tgg ggg tct gag gag ega agt ctg ccc cga aaa atg 975 
He Asp Asn Ser Trp Gly Ser Glu Glu Arg Ser Leu Pro Arg Lys Met 
285 290 295 

ccc ttc gtc cgt ggc cag age ttc tea gtg tgg ate ttg tgt gaa get 1023 
Pro Phe Val Arg Gly Gin Ser Phe Ser Val Trp He Leu Cys Glu Ala 
300 305 310 

cac tgc etc aag gtg gcc gtg gat ggt cag cac ctg ttt gaa tac tac 1071 
His Cys Leu Lys Val Ala Val Asp Gly Gin His Leu Phe Glu Tyr Tyr 
315 320 325 330 

eat cgc ctg agg aac ctg ccc acc ate aac aga ctg gaa gtg ggg ggc 1119 
His Arg Leu Arg Asn Leu Pro Thr He Asn Arg Leu Glu Val Gly Gly 
335 340 345 

gae ate cag ctg acc cat gtg cag aca taggeggett eetggeeetg 1166 
Asp He Gin Leu Thr His Val Gin Thr 
350 355 

gggecggggg ctggggtgtg gggcagtctg ggtcctctca tcatccccae tteecaggee 1226 

cageetttcc aaccctgect gggatctggg ctttaatgca gaggccatgt eettgtctgg 1286 

tcctgettet ggctacagee acectggaac ggagaaggca gctgacgggg attgecttee 134 6 

tcagccgcag eagcacctgg ggcteeaget getggaatec taccatceea ggaggcaggc 1406 



acagceaggg agaggggagg agtgggcagt gaagatgaag ecccatgcte agtcccctcc 14 66 
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catcccccac gcagctccac cccagtccca agccaccagc tgtctgctcc tggtgggagg 1526 
tggcctcctc agcccctcct ctctgacctt taacctcact ctcaccttgc accgtgcacc 1586 
aacccttcac ccctcctgga aagcaggcct gatggcttcc cactggcctc caccacctga 164 6 
ccagagtgtt ctcttcagag gactggctcc tttcccagtg tccttaaaat aaagaaatga 1706 
aaatgcttgt tggcacatt 1725 



<210> 6 
<211> 355 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr Leu Ser Pro Ala Val Pro 
15 10 15 

Phe Ser Gly Thr lie Gin Gly Gly Leu Gin Asp Gly Leu Gin lie Thr 
20 25 30 

Val Asn Gly Thr Val Leu Ser Ser Ser Gly Thr Arg Phe Ala Val Asn 
35 40 45 

Phe Gin Thr Gly Phe Ser Gly Asn Asp lie Ala Phe His Phe Asn Pro 
50 55 60 

Arg Phe Glu Asp Gly Gly Tyr Val Val Cys Asn Thr Arg Gin Asn Gly 
65 70 75 80 

Ser Trp Gly Pro Glu Glu Arg Lys Thr His Met Pro Phe Gin Lys Gly 
85 . 90 95 

Met Pro Phe Asp Leu Cys Phe Leu Val Gin Ser Ser Asp Phe Lys Val 
100 105 110 

Met Val Asn Gly lie Leu Phe Val Gin Tyr Phe His Arg Val Pro Phe 
115 120 125 

His Arg Val Asp Thr lie Ser Val Asn Gly Ser Val Gin Leu Ser Tyr 
130 135 140 

lie Ser Phe Gin Asn Pro Arg Thr Val Pro Val Gin Pro Ala Phe Ser 
145 150 155 160 

Thr Val Pro Phe Ser Gin Pro Val Cys Phe Pro Pro Arg Pro Arg Gly 
165 170 175 

Arg Arg Gin Lys Pro Pro Gly Val Trp Pro Ala Asn Pro Ala Pro lie 
180 185 190 

Thr Gin Thr Val He His Thr Val Gin Ser Ala Pro Gly Gin Met Phe 
195 200 205 

Ser Thr Pro Ala He Pro Pro Met Met Tyr Pro His Pro Ala Tyr Pro 
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210 215 220 



Met Pro Phe lie Thr Thr lie Leu Gly Gly Leu Tyr Pro Ser Lys Ser 
225 230 235 240 

lie Leu Leu Ser Gly Thr Val Leu Pro Ser Ala Gin Arg Phe His lie 
245 250 255 

Asn Leu Cys Ser Gly Asn His lie Ala Phe His Leu Asn Pro Arg Phe 
260 265 270 

Asp Glu Asn Ala Val Val Arg Asn Thr Gin lie Asp Asn Ser Trp Gly 
275 280 285 

Ser Glu Glu Arg Ser Leu Pro Arg Lys Met Pro Phe Val Arg Gly Gin 
290 295 300 

Ser Phe Ser Val Trp lie Leu Cys Glu Ala His Cys Leu Lys Val Ala 
305 310 315 320 

Val Asp Gly Gin His Leu Phe Glu Tyr Tyr His Arg Leu Arg Asn Leu 
325 330 335 

Pro Thr lie Asn Arg Leu Glu Val Gly Gly Asp lie Gin Leu Thr His 
340 345 350 

Val Gin Thr 
355 



<210> 7 
<211> 322 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr Leu Ser Pro Ala Val Pro 
15 10 15 

Phe Ser Gly Thr lie Gin Gly Gly Leu Gin Asp Gly Leu Gin lie Thr 
20 25 30 

Val Asn Gly Thr Val Leu Ser Ser Ser Gly Thr Arg Phe Ala Val Asn 
35 40 45 

Phe Gin Thr Gly Phe Ser Gly Asn Asp lie Ala Phe His Phe Asn Pro 
50 55 60 

Arg Phe Glu Asp Gly Gly Tyr Val Val Cys Asn Thr Arg Gin Asn Gly 
65 70 75 80 

Ser Trp Gly Pro Glu Glu Arg Arg Thr His Met Pro Phe Gin Lys Met 
85 90 95 



Pro Phe Asp Leu Cys Phe Leu Val Gin Ser Ser Asp Phe Lys Val Met 
100 105 110 
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Val Asn Gly He Leu Phe Val Gin Tyr Phe His Arg Val Pro Phe His 
115 120 125 

Arg Val Asp Thr He Phe Val Asn Gly Ser Val Gin Leu Ser Tyr - ^ 

130 135 140 



Ser Phe Gin Pro Pro Gly Val Trp Pro Ala Asn Pro Ala Pro He Thr 
145 150 155 160 ^ 



Gin Thr Val He His Thr Val- Gin Ser Ala Pro Gly Gin Met Phe Ser 
165 170 175 

Thr Pro Ala He Pro Pro Met Met Tyr Pro His Pro Ala Tyr Pro Met 
180 185 190 

Pro Phe He Thr Thr He Leu Gly Gly Leu Tyr Pro Ser Lys Ser He 
195 200 205 

Leu Leu Ser Gly Thr Val Leu Pro Ser Ala Gin Arg Phe His He Asn 
210 215 220 

Leu Cys Ser Gly Asn His He Ala Phe His Leu Asn Leu Arg Phe Asp 
225 230 235 240 

Glu Asn Ala Val Val Arg Asn Thr Gin He Asp Asn Ser Trp Gly Ser 
245 250 255 

Glu Glu Arg Ser Leu Pro Arg Lys Met Pro Phe Val Arg Gly Gin Ser 
260 265 270 

Phe Ser Val Trp He Leu Cys Gly Ala His Cys Leu Lys Val Ala Val 
275 280 285 

Asp Gly Gin His Leu Phe Glu Tyr Tyr His Arg Leu Arg Asn Leu Pro 
290 295 300 

Thr He Asn Arg Leu Glu Val Gly Gly Asp He Gin Leu Thr His Val 
305 310 315 320 

Gin Thr 



<210> 8 
<211> 353 
<212> PRT 

<213> Mus musculus 
<400> 8 

Met Ala Leu Phe Ser Ala Gin Ser Pro Tyr He Asn Pro He He Pro 
15 10 15 

Phe Thr Gly Pro He Gin Gly Gly Leu Gin Glu Gly Leu Gin Val Thr 
20 25 30 



Leu Gin Gly Thr Thr Lys Ser Phe Ala Gin Arg Phe Val Val Asn Phe 
35 40 45 
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Gin Asn Ser Phe Asn Gly Asn Asp lie Ala Phe His Phe Asn Pro Arg 
50 55 60 

Phe Glu Asp Gly Gly Tyr Val Val Cys Asn Thr Arg Gin Asn Gly Ser 
65 70 75 80 

Trp Gly Pro Glu Glu Arg Lys Thr His Met Pro Phe Gin Lys Gly Met 
85 90 95 

Pro Phe Asp Leu Cys Phe Leu Val Gin Ser Ser Asp Phe Lys Val Met 
100 105 110 

Val Asn Gly lie LeU Phe Val Gin Tyr Gin His Arg Val Pro Tyr His 
115 120 125 

Leu Val Asp Thr lie Ala Val Ser Gly Cys Leu Lys Leu Ser Phe lie 
130 135 140 

Thr Phe Gin Asn Ser Ala Ala Pro Val Gin His Val Phe Ser Thr Leu 
145 150 155 160 

Gin Phe Ser Gin Pro Val Gin Phe Pro Arg Thr Pro Lys Gly Arg Lys 
165 170 175 

Gin Lys Thr Gin Asn Phe Arg Pro Ala His Gin Ala Pro Met Ala Gin 
180 185 190 

Thr Thr He His Met Val His Ser Thr Pro Gly Gin Met Phe Ser Thr 
195 200 205 

Pro Gly He Pro Pro Val Val Tyr Pro Thr Pro Ala Tyr Thr He Pro 
210 215 220 

Phe Tyr Thr Pro He Pro Asn Gly Leu Tyr Pro Ser Lys Ser He Met 
225 230 235 240 

He Ser Gly Asn Val Leu Pro Asp Ala Thr Arg Phe His He Asn Leu 
245 250 255 

Arg Cys Gly Gly Asp He Ala Phe His Leu Asn Pro Arg Phe Asn Glu 
260 265 270 

Asn Ala Val Val Arg Asn Thr Gin He Asn Asn Ser Trp Gly Gin Glu 
275 280 285 

Glu Arg Ser Leu Leu Gly Arg Met Pro Phe Ser Arg Gly Gin Ser Phe 
290 295 300 

Ser Val Trp He He Cys Glu Gly His Cys Phe Lys Val Ala Val Asn 
305 310 315 320 



Gly Gin His Met Cys Glu Tyr Tyr His Arg Leu Lys Asn Leu Gin Asp 
325 330 335 



He Asn Thr Leu Glu Val Ala Gly Asp He Gin Leu Thr His Val Gin 
340 345 350 
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Thr 



<210> 9 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<400> 9 

cgcatatggc cttcagcggt tcccaggc 28 

<210> 11 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<400> 10 

aacggcaccg tggagaaggc aggctgaaca 30 

<210> 11 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 



<400> 11 

aacggcaccg tggagaaggc aggctgagca 



30 



